). A strain was defined as having the modB2 allele if the DNA recognition region was ≥ 95% identical at the nucleotide level to modB2 gene of N. meningitidis strain Z2491 (NMA1467; see Figure 1 ) e Strain defined as having modA4 or modA15 allele as defined in Fox et al. 2007 [17] f Strain has a new allele henceforth defined as modA18 in this paper. Shares similarity to H. influenzae strain 2019 g modB1 strains that contain a premature stop codon h Frame shift mutation in res at nucleotide 2093 ND: not determined Refer to Figure 1 and to the text.
